: The distribution of kinase-substrate interactions, kinase-protein interactions, phosphorylation sites, and potein connectivity in three networks. A and B: The distribution of kinasesubstrate interaction and kinase-protein interaction subnetwork grouped by 10 kinase groups. C, D and E: The distribution of phosphorylation sites (Threonine, Tyrosine and Serine) for the human phosphoproteomes (C, 18,610 proteins), kinome (D, 490 kinases) and non-kinase substrate proteins (E, 1,919 proteins). F: The blot plots of protein connectivity distribution in three networks: kinase-substrate interaction network (KSIN), protein-protein interaction network (PPIN), and three-dimensional structural protein-protein interaction network (3DPPIN). The detailed data are provided in Supplementary Table S1 and S2.

